
 
Worked example - IGS Cassava Website 
 

 

Go to the IGS cassava website: http://cassava.igs.umaryland.edu 

 

 
 

Click on the Blast tab at the top right 

Open a new browser window and go to Entrez EST and retrieve the sequence for 
accession DB938508. Paste the sequence in FASTA format in the search box of the 
BLAST page. Select the "cassava ESTs" database and the program "blastn". 
Uncheck the filter "Low complexity" and click "Search". 

 



 
 

There will be two perfect matches. 

 
 



Repeat the search of this sequence but this time against the "Assembled cassava ESTs" 
database. 

 

 
 

See that the first match corresponds to an assembly of the two ESTs hit in the previous 
search. Click in the component ESTs and open their GB records. See for example, the 
tissue in which these sequences are expressed. 

 
 



 

 

 
 

 

Click in the "Gbrowse" tab. 

 

 



 
Type ctg631 in the "Landmark or Region" box and click "Search" to browse contig 
number 631. 

 

 
 

You can also look for a contig using the pull down menu under "Search" (there are 
around 2000 contigs). 

 



 
See the scale at the top. Zoom in or out, and move left and right using the "Scroll/zoom" 
tool.  

 

 
 

 

 

 



Scroll down to the "Tracks" section toward the bottom of the page. Uncheck "BACs" 
Under "General" and click "Update image". 
 

 
 

Click on a yellow BAC see the sequence. Click on a red BAC to see the sequence and 
the SNP.  

 



Exercises: 
 

1. Search for EST number DB927724 in NCBI GenBank. Go to the Cassava IGS BLAST 
page and search the FASTA sequence of DB927724 versus the cassava BAC-end 
sequences. 

Display the best hit in the IGS cassava Gbrowse (hint: copy and paste the first hit's 
name). Zoom out to see all the BACs in the contig. Click on a BAC that contains a SNP 
to see the SNP sequence.  

 

2. Download the SNPs derived from the physical map and find MH070O17-MF. Display 
the contig that contains this BAC in Gbrowse. 

 

3. Find where the "MH109K10: Reverse" sequence is located in the cassava genome 
sequence in Phytozome (hint: use blast in Phytozome). What gene does this sequence 
tag? 
 


